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Figure 1 : 

Coomassie Blue-stained SDS/Polyacrylamide Gel of Purified bscCD19xCD3 
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Figure 2: 
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Figure 3: 



Cytotoxicity of bscCD19xCD3 in a 51 Cr release assay 
with unstimulated PBMC against different B cell lines 
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Cytotoxicity assay with PBMC against CD19 + Daudi 
and CD19" plasmacytoma cells (L363 and NCI) 
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Figure 5: 5/23 



Inhibition of the cytotoxicity of bscCD19xCD3 
by the parental anti-CD19 antibody HD37 




1 I 



09/673735 



6/23 



Figure 6: 



Cytotoxicity assay with unstimulated PBMC's against Daudi cells 
after addition of increasing amounts of EGTA 
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Figure 8 (continued) 
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Figure 9 
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Purification of bscCD19xCD3 

Cell Culture Supernatant 
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Figure 1 1 SDS-PAGE Analysis of bscCDI 9xCD3 
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Figure 13 
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Figure 1 6 
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